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Protein Similarity Comparison Based on CGR

XU Zhan, DONG Hong-wei
(School of Information Engineering, Jiangnan University, Wuxi 214122)

[ Abstract] Starting from the characteristics of protein structures, a new method based on structure alphabet and Chaos Game Representation(CGR)
is provided. Its can find the main structure of the protein easily by CGR, and make use of CGR and Hausdorff distance to complete protein similarity
comparison. Compared with other methods based on amino acid sequence, this method can resolve the problem that different proteins are classified
into one family just for the similar sequence of amino acid. The proteins with similar sequence of amino acid may be belong to different protein

families, because they have different structures. The functions of protein depend on their structures, so this method can get better result of similarity

compared with that of amino acid sequence.
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Letter Name

E beta strand

H alpha helix

T turn

S bend

G 3-10 helix

B short beta bridge
I pi helix

C random coil
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