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Research on Semantic Similarity Based on Gene Ontology
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Abstract Basedon the directed acyclic graph structure of gene ontology, this paper proposes a novel method to measure the semantic similarity of
gene ontology terms. By calculating the common ancestors of two terms and the disjunctive ancestors according with the condition, the average
information content of disjunctive ancestors and the average information content of the two terms are obtained. The semantic similarity of two terms

is the ratio of the average information content of disjunctive ancestors to the average information content of two terms. Experimental results show

that the method has high accuracy.
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