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y~n Curve Model of Multi-scale Analysis to DNA Microarray Data
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Abstract The model of y~n curve is set up to solve the problem that discrete gene chip data are difficult to be systematically analyzed, which

makes the data be changed into a row of sole signal, and can be studied by multi-scale analysis. Results of denoising the cerebral cortex gene

expression of developing human brain based on wavelet multi-scale analysis show that the denoised effect of y~n curve is better than that of raw

data.
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