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[ Abstract] With the development of high throughput technology, the size of Protein-protein Interaction ( PPI) network
grows larger and larger,thus high speed PPI network global alignment algorithm is needed. Aiming at this problem, this
paper analyzes the SPINAL algorithm. It modifies the coarse-grained phase which occupies more than 95% time cost to
adapt for distributed platform named Blogel, and keeps the fine-grained phase unchanged. Hence, the Blogel-SPINAL
algorithm is gotten. Theoretical analysis and experimental results show that Blogel-SPINAL is much faster than SPINAL,
and its scalability is better.
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