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[ Abstract] The application of genetic testing technology has accumulated a large amount of data from different
platforms. To address the problem that it is difficult to migrate traditional data classification modes across different
platforms, this paper proposes a gene expression data classification algorithm k-HRT based on Hierarchy Rule Tree
(HRT). The strategy of data conversion and rule pre-screening is designed to realize the fast mining of the algorithm to
solve the large-scale data problems caused by cross-platform characteristics. Experimental results on real gene expression
datasets show that,compared with k-TSP algorithm and SVM-RFE algorithm ,k-HRT algorithm can effectively improve
classification accuracy.
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